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user:   example   
session:  hg19_variants3      ==     http://bit.ly/ucscVariants



available at:

http://         bit.ly/ucscMalaysia2018





Microarray CNVs
Benign:            DGV 
Pathogenic:     OMIM, ClinVar, DECIPHER

Whole-exome sequencing CDS SNPs
B: All SNPs, Common SNPs, 1000G, ExAC/gnomeAD
P: OMIM Alleles, HGMD, UniProt      

Whole-genome sequencing SNPs everywhere
unk: Transcription factors, DNAse hypersensitivity, 
histone modification
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Beacon of Beacons
does anyone else have my variant?
http://    beacon-network.org
Input variant and search everywhere



http://    beacon-network.org









live demo:

http://   bit.ly/ucscMalaysia2018

file:   databaseLinks.html
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